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<160> 105 

<170> Patentlrt version 3.2 

<210> 1 

<211> 384 6 

<212> DNA (BFA4 CDNA) 

<213> Homo sapiens 

<400> 1 



atggtccgga 


aaaagaaccc 


ccctctgaga 


aacgttgcaa 


gtgaaggcga 


gggccagatc 


60 


ctggagccta 


taggtacaga 


aagcaaggta 


tctgqaaaga 


acaaagaatt 


ctctgcagat 


120 


cagatgtcag 


aaaatacgga 


tcagagtgat 


gctgcagaac 


taaatcataa 


ggaggaacat 


180 


agcttgcatg 


ttcaagatcc 


atcttctagc 


agtaagaagg 


acttgaaaag 


cgcagttctg 


240 


agtgagaagg 


ctggcttcaa 


ttatgaaagc 


cccagtaagg 


gaggaaactt 


tccctccttt 


300 


ccgcatgatg 


aggtgacaga 


cagaaatatg 


ttggctttct 


catttccagc 


tgctggggga 


360 


gtctgtgagc 


ccttgaagtc 


tccgcaaaga 


gcagaggcag 


atgaccctca 


agatatggcc 


420 


tgcaccccct 


caggggactc 


actggagaca 


aaggaagatc 


agaagatgtc 


accaaaggct 


480 


acagaggaaa 


eagggcaagc 


acagagtggt 


caagccaatt 


gtcaaggttt 


gagcccagtt 


540 


tcagtggcct 


caaaaaaccc 


acaagtgcct 


tcagatgggg 


gtgtaagact 


gaataaatcc 


600 


aaaactgact 


tactggtgaa 


tgacaaecca 


gacecggcac 


ctctgtctcc 


agagcttcag 


660 


gactttaaat 


geaatatctg 


tggatatggt 


tactacggca 


acgaceccac 


agatctgatt 


720 


aagcacttec 


gaaagtatca 


cttaggactg 


cataaccgea 


ccaggcaaga 


tgctgagctg 


780 


gacagcaaaa 


tcttggccct 


tcataacatg 


gtgcagttca 


gccattccaa 


agacttccag 


840 
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aaggtcaacc 


gttctgtgtt 


ttctggtgtg 


ctgeaggaca 


ixaattettc 


aaggcctgtt 


900 


ttactaaatg 


ggacctatga 


tgtgcaggtg 


acttcaggtg 


gaacattcat 


tggcattgga 


960 


cggaaaacac 


cagattgcca 


agggaacacc 


aagtatttcc 


gctgtaaatt 


ctgeaatttc 


1020 


acttatatgg 


gcaactcatc 


caccgaatta 


gaacaacatt 


ttcttcagac 


tcacccaaac 


1080 


aaaataaaag 


cttctctccc 


ctcctctgag 


gttgcaaaac 


cttcagagaa 


aaactctaac 


1140 


aagtccatcc 


ctgcacttca 


atccagtgat 


tctggagact 


tgggaaaatg 


gcaggacaag 


1200 


ataacagtca 


aagcaggaga 


tgaeactcct 


gttgggtaet 


cagtgcccat 


aaagcccctc 


1260 


gattcctcta 


gacaaaatgg 


tacagaggcc 


accagttact 


aetggtgtaa 


attttgtagt 


1320 


ttcagctgtg 


agtcatctag 


ctcacttaaa 


ctgctagaac 


attatggcaa 


gcagcacgga 


13§0 


gcagtgcagt 


caggcggcct 


taatccagag 


ttaaatgata 


agctttccag 


gggctctgtc 


1440 


attaatcaga 


atgatctagt 


caaaagttca 


gaaggagaga 


caatgaceaa 


gacagacaag 


1500 


agctcgagtg 


gggctaaaaa 


gaaggacttc 


tccagcaagg 


gagccgagga 


taatatggta 


1560 


acgagctata 


attgtcagtt 


ctgtgacttc 


cgatattcca 


aaagccatgg 


ccctgatgta 


1620 


attgtagtgg 


ggccacttct 


ccgtcattat 


caacagctcc 


ataacattca 


caagtgtacc 


1680 


attaaacact 


gtccattctg 


tcccagagga 


ctttgcagcc 


cagaaaagca 


cettggagaa 


1740 


attacttatc 


cgtttgcttg 


tagaaaaagt 


aattgttccc 


actgtgcact 


cttgcttctg 


1800 


cacttgtctc 


ctggggcggc 


tggaagctcg 


cgagtcaaac 


atcagtgcca 


tcagtgttca 


I860 


ttcaccacGC 


ctgacgtaga 


tgtactcctc 


tttcactatg 


aaagtgtgca 


tgagtcccaa 


1920 


gcatcggatg 


tcaaacaaga 


agcaaatcac 


ctgcaaggat 


cggatgggca 


gcagtctgtc 


1980 


aaggaaagca 


aagaacactc 


atgtaccaaa 


tgtgatttta 


ttacccaagt 


ggaagaagag 


2040 


atttcccgac 


actacaggag 


agcacacagc 


tgctacaaat 


gccgtcagtg 


cagttttaca 


2100 


gctgccgata 


ctcagtcact 


actggagcac 


ttcaacactg 


ttcactgcca 


ggaacaggac 


2160 


atcactacag 


ccaacggega 


agaggacggt 


catgccatat 


ccaccatcaa 


agaggagccc 


2220 


aaaattgact 


tcagggtcta 


caatctgcta 


actccagact 


ctaaaatggg 


agagccagtt 


2280 


tctgagagtg 


tggtgaagag 


agagaagctg 


gaagagaagg 


acgggctcaa 


agagaaagtt 


2340 


tggaccgaga 


gttccagtga 


tgaccttcgc 


aatgtgactt 


ggagaggggc 


agacatcctg 


2400 




cgtcatacac 


ccaagcaagc 


ctggggctgc 


tgacgcetgt 


gtctggcacc 


2460 


eaagagcaga 


caaagactct 


aagggatagt 


cccaatgtgg 


aggccgccca 


tctggcgcga 


2520 


cctatttatg 


gcttggctgt 


ggaaaccaag 


ggattcctgc 


agggggcgcc 


agctggcgga 


2S80 


gagaagtctg 


gggccctcec 


ccagcagtat 


cctgcatcgg 


gagaaaacaa 


gtccaaggat 


2640 


gaatcceagt 


ccctgttacg 


gaggcgtaga 


ggctecggtg 


ttttttgtgc 


caattgcctg 


2700 


accacaaaga 


cctctctctg 


gcgaaagaat 


gcaaatggcg 
Page 


gatatgtatg 
2 


caacgcgtgt 


2760 



API~G3-03-PCT~US SeqLi st-61510 . $12 5 

ggcctctacc agaagcttca etcgactccc aggcctttaa acatcattaa acaaaacaac 2820 

ggtgagcaga ttattaggag gagaacaaga aagcgcctta acccagaggc acttcaggct 2880 

gagcagctca acaaacagca gaggggcagc aatgaggagc aagtcaatgg aagcccgtta 2940 

gagaggaggt cagaagatca tctaactgaa agteaccaga gagaaattcc acteeccagc 3000 

ctaagtaaat acgaagccea gggttcattg actaaaagce attctgctca gcagccagtc 3060 

ctggtcagcc aaactctgga tattcacaaa aggatgcaac ctttgcacat tcagataaaa 3120 

agtcctcagg aaagtactgg agatccagga aatagttcat ccgtatctga agggaaagga 3180 

agttctgaga gaggcagtcc tatagaaaag tacatgagac ctgcgaaaca cccaaattat 3240 

tcaccaccag gcagctctat tgaaaagtac cagtacccac tttttggact tccctttgta 3300 

cataatgact tccagagtga agetgattgg ctgcggttct ggagtaaata taagctctcc 3360 

gttcctggga atccgcacta cttgagtcac gtgcctggcc taccaaatcc ttgccaaaac 3420 

tatgtgcctt atcccacctt caatctgcct ectcattttt cagctgttgg atcagacaat 3480 

gacattcctc tagatttggc gatcaagcat tccagacctg ggccaactgc aaacggtgcc 3540 

tccaaggaga aaacgaaggc accaccaaat gtaaaaaatg aaggtccctt gaatgtagta 3600 

aaaacagaga aagttgatag aagtactcaa gatgaacttt caacaaaatg tgtgcactgt 3660 

ggcattgtct ttctggatga agtgatgtat gctttgcata tgagttgcca tggtgacagt 3720 

ggacctttcc agtgcageat atgccagcat ctttgcacgg acaaatatga cttcacaaca 3780 

catatccaga ggggcctgca taggaacaat gcacaagtgg aaaaaaatgg aaaacctaaa 3840 

gagtaa 3846 

<210> 2 

<2I1> 1281 

<212> PRT (BFA4 aa) 

<213> Homo sapiens 

<400> 2 

Met Val Arg Lys lys ash Pro Pro Leu Arg Asn Val Ala Ser Glu Gly 



Glu Gly Gin lie Leu Glu Pro lie Gly Thr Glu ser Lys Val Ser Gly 

20 25 30 

Lys Asn Lys Glu Phe Ser Ala Asp Gin Met Ser Glu Asn Thr Asp Gin 

35 40 45 

Ser Asp Ala Ala Glu Leu Asn His Lys Glu Glu His Ser Leu His Val 

SO 55 60 
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APl~Q3-03-PCT~US SeqList-61510,St25 
Gin Asp Pro ser Ser ser Ser Lys Lys Asp Leu Lys ser Ala val Leu 
65 70 75 80 

Ser Glu Lys Ala Gly Phe Asn Tyr Glu Ser Pro Ser Lys Gly Gly Asn 
85' 90 95 

Phe Pro Ser Phe Pro His Asp Glu val Thr Asp Arg Asn Met Leu Ala 
100 105 110 

Phe Ser Phe Pro Ala Ala Gly Gly Val Cys Glu Pro Leu Lys Ser Pro 
115 120 125 

Gin Arg Ala Glu Ala Asp Asp Pro Gin Asp Met Ala Cys Thr Pro ser 
130 135 140 

Gly Asp Ser Leu Glu Thr Lys Glu Asp Gin Lys Met Ser Pro Lys Ala 
145 150 155 " 160 

Thr Glu Glu Thr Gly Gin Ala Gin Ser Gly Gin Ala Asn cys Gin Gly 
165 170 175 

Leu Ser Pro val Ser val Ala ser Lys Asn Pro Gin Val Pro ser Asp 
180 185 190 

Gly Gly Val Arg Leu Asn Lys ser Lys Thr Asp Leu Leu val Asn Asp 
195 200 205 

Asn Pro Asp Pro Ala Pro Leu Ser Pro Glu Leu Gin Asp Phe lvs Cys 
210 215 220 

Asn lie Cys Gly Tyr Gly Tyr Tyr Gly Asn Asp Pro Thr Asp Leu lie 
225 230 235 240 

Lys His Phe Arg Lys Tyr His Leu Gly Leu His Asn Arg Thr Arg Gin 
245 250 255 

Asp Ala Glu Leu Asp Ser Lys lie Leu Ala Leu His Asn Met Val Gin 
260 265 270 

Phe ser His ser Lvs Asp Phe Gin Lys val Asn Arg ser val Phe ser 
275 280 285 

Gly Val Leu Gin Asp lie Asn Ser ser Arg Pro val Leu Leu Asn Gly 
290 295 300 



Thr Tyr Asp Val Gin Val Thr Ser Gly Gly Thr Phe lie Gly lie Gly 
305 ' 310 315 320 
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API~03~03-PCT~US SeqLi st-61510 . ST2 S 

Arg Lys Thr Pro Asp Cys Gin Gly Asn Thr Lys Tyr Phe Arg Cys Lvs 
325 330 335 

Phe Cys Asn Phe Thr Tyr Met Gly Asn Ser Ser Thr Glu Leu Glu Gin 
340 345 350 

His Phe Leu Gin Thr His Pro Asn Lys lie Lys Ala Ser Leu Pro Ser 
355 360 ' 365 

Ser Glu Val Ala Lys Pro Ser Glu Lys Asn Ser Asn Lys Ser lie Pro 
370 375 380 

Ala Leu Gin Ser Ser Asp Ser Gly Asp Leu Gly Lys Trp Gin Asp Lys 
385 390 395 400 

lie Thr Val Lys Ala Gly Asp Asp Thr Pro Val Gly Tyr Ser Val Pro 
405 410 415 

lie Lys Pro Leu Asp Ser ser Arg Gin Asn Gly Thr Glu Ala Thr ser 
420 425 430 

Tyr Tyr Trp cys Lys Phe Cys Ser Phe Ser Cys Glu ser Ser Ser Ser 
435 440 445 

Leu Lys Leu Leu Glu His Tyr Gly Lys Gin His Gly Ala Val Gin ser 
450 455 460 

Gly Gly Leu Asn Pro Glu Leu Asn Asp Lys Leu Ser Arg Gly Ser val 
465 470 475 480 

lie Asn Gin Asn Asp Leu Ala Lys Ser Ser Glu Gly Glu Thr Met Thr 
485 490 495 

Lys Thr Asp Lys Ser ser Ser Gly Ala Lys Lys Lys Asp Phe Ser Ser 
500 505 510 

Lys Gly Ala Glu Asp Asn Met val Thr Ser Tyr Asn Cys Gin Phe cys 
515 520 525 

Asp Phe Arg Tyr Ser Lys Ser His Gly Pro Asp Val lie val val Gly 
530 "535 540 

Pro Leu Leu Arg His Tyr Gin Gin Leu His Asn lie His Lys cvs Thr 
545 550 555 " 560 

lie Lys His Cys Pro Phe Cvs Pro Arg Gly Leu Cys Ser Pro Glu Lys 
565 570 575 
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API~03~03-PCT~US SeqLi st-61510 . S72 5 

His Leu Gly Glu lie Thr Tyr Pro Phe Ala cys Arg Lys ser Asn cvs 
580 585 590 

Ser His Cys Ala Leu Leu Leu Leu His Leu Ser Pro Gly Ala Ala Gly 
595 600 605 

Ser Ser Arg Val Lys His Gin Cys His Gin cys Ser Phe Thr Thr Pro 
610 615 620 

Asp Val Asp val Leu Leu Phe His Tyr Glu ser val His Glu Ser Gin 
625 630 635 640 

Ala Ser Asp Val Lys Gin Glu Ala Asn His Leu Gin Gly Ser Asp Gly 
645 650 655 

Gin Gin Ser Val Lys Glu Ser Lys Glu His Ser Cys Thr Lys Cys Asp 
660 665 670 

Phe lie Thr Gin val Glu Glu Glu lie Ser Arg His Tyr Arg Arg Ala 
675 680 685 

His Ser Cys Tyr Lys Cys Arg Gin cys ser Phe Thr Ala Ala Asp Thr 
690 695 700 

Gin ser Leu Leu Glu His Phe Asn Thr val His cys Gin Glu Gin Asp 
705 710 715 720 

lie Thr Thr Ala Asn Gly Glu Glu Asp Gly His Ala lie Ser Thr lie 
725 730 735 

Lys Glu Glu pro Lys lie Asp Phe Arg Val Tyr Asn Leu Leu Thr Pro 
740 745 750 

Asp ser Lys Met Gly Glu Pro Val Ser Glu Ser Val Val Lys Arg Glu 
755 760 765 

Lys Leu Glu Glu Lys Asp Gly Leu Lys Glu Lys Val Trp Thr Glu Ser 
770 775 780 

Ser Ser Asp Asp Leu Arg Asn Val Thr Trp Arg Gly Ala Asp lie Leu 
785 790 795 800 

Arg Gly Ser Pro Ser Tyr Thr Gin Ala Ser Leu Gly Leu Leu Thr Pro 
805 810 815 

Val Ser Gly Thr Gin Glu Gin Thr Lys Thr Leu Arg Asp Ser Pro Asn 
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API-03-03-PCT-US SeqLi st-61510 , SJ2 5 
820 825 830 

Val Glu Ala Ala His Leu Ala Arg Pro lie Tyr Gly Leu Ala Val Glu 
835 840 845 

Thr Lys Gly Phe Leu Gin Gly Ala Pro Ala Gly Gly Glu Lys Ser Gly 
850 855 860 

Ala Leu Pro Gin Gin Tyr Pro Ala Ser Gly Glu Asn Lys Ser Lys Asp 
865 870 875 880 

Glu Ser Gin Ser leu Leu Arg Arg Arg Arg Gly Ser Gly Val Phe Cys 
885 890 895 

Ala Asn Cys Leu Thr Thr Lys Thr Ser Leu Trp Arg Lys Asn Ala Asn 
900 905 " 910 

Gly Gly Tyr val cys Asn Ala cys Gly Leu Tyr Gin Lys Leu His ser 
915 920 925 

Thr Pro Arg Pro Leu Asn lie lie Lys Gin Asn Asn Gly Glu Gin lie 
930 935 940 

lie Arg Arg Arg Thr Arg Lys Arg Leu Asn Pro Glu Ala Leu Gin Ala 
945 950 955 960 

Glu Gin Leu Asn Lys Gin Gin Arg Gly Ser Asn Glu Glu Gin Val Asn 
965 970 975 

Gly Ser Pro Leu Glu Arg Arg Ser Glu Asp His Leu Thr Glu Ser His 
980 985 990 

Gin Arg Glu lie Pro Leu Pro Ser Leu Ser Lys Tyr Glu Ala Gin Gly 
995 1000 " 1005 

Ser Leu Thr tys Ser His Ser Ala Gin Gin pro Val Leu val Ser 
1010 1015 1020 

Gin Thr Leu Asp lie His Lys Arg Met Gin Pro Leu His lie Gin 
1025 1030 1035 

lie Lvs ser Pro Gin Glu ser Thr Gly Asp Pro Gly Asn ser ser 
1040 1045 1050 

Ser Val Ser Glu Gly Lys Gly Ser Ser Glu Arg Gly Ser Pro lie 
1055 1060 1065 
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API~03-Q3-PCT~US Seqti st-61510, ST25 
Glu Lys Tyr Met Arg Pro Ala Lys His Pro Asn Tyr Ser Pro Pro 
1070 1075 1080 

Gly ser Pro He Glu Lys Tyr Gin Tyr Pro Leu Phe Gly Leu Pro 
1085 1090 1095 

Phe Val His Asn Asp Phe Gin Ser Glu Ala Asp Trp Leu Arg Phe 
1100 1105 1110 

Trp Ser Lys Tyr Lys Leu Ser Val Pro Gly Asn Pro His Tyr Leu 
1115 1120 1125 

Ser His val Pro Gly Leu Pro Asn Pro Cys Gin Asn Tyr val Pro 
1130 1135 1140 

Tvr Pro Thr Phe Asn Leu Pro Pro His Phe Ser Ala Val Glv Ser 
1145 1150 1155 

Asp Asn Asp lie Pro Leu Asp Leu Ala lie Lys His Ser Arg Pro 
1160 1165 ' 1170 

Gly Pro Thr Ala Asn Gly Ala ser Lys Glu Lys Thr Lys Ala Pro 
1175 1180 1185 

Pro Asn Val Lys Asn Glu Gly Pro Leu Asn Val Val Lys Thr Glu 
1190 1195 1200 

Lys Val Asp Arg Ser Thr Gin Asp Glu Leu Ser Thr Lys cys val 
1205 1210 1215 

His Cys Gly lie Val Phe Leu Asp Glu Val Net Tyr Ala Leu His 
1220 1225 1230 

Met Ser Cys His Gly Asp Ser Gly Pro Phe Gin Cys Ser lie Cys 
1235 1240 1245 

Gin His Leu Cys Thr Asp Lys Tyr Asp Phe Thr Thr His lie Gin 
1250 1255 1260 

Arg Gly Leu His Arg Asn Asn Ala Gin val Glu Lys Asn Glv Lys 
1265 1270 1275 



Pro Lys Glu 
1280 



<210> 3 

<211> 1203 

<212> ON A CeCYl cDNA) 
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<213> Homo sapiens 



VHUU-' .5 

atggccgagc 


tgcgcctgaa 


gggcagcagc 


aacaccaegg 


agtgtgttec 


cgtgcccacc 


60 


tccgagcacg 


tggccgagat 


cgtgggcagg 


caaggctgca 


agattaaggc 


cttgagggcc 


120 


aagaccaaca 


cctacatcaa 


gacaccggtg 


aggggcgagg 


aaccagtgtt 


catggtgaca 


180 


gggcgacggg 


aggacgtggc 


cacagcccgg 


cgggaaatca 


txtcagcagc 


ggagcacttc 


240 


tccatgatcc 


gtgcctcccg 


caacaagtca 


ggcgccgcct 


ttggtgtggc 


tcctgctctg 


300 


cceggccagg 


tgaccatccg 


tgtgcgggtg 


ccctaccgcg 


tggtggggct 


ggtggtgggc 


360 


cccaaagggg 


caaccatcaa 


gcgcatccag 


cagcaaacca 


acacatacat 


tatcacacca 


420 


agccgtgacc 


gcgaccccgt 


gttegagatc 


acgggtgccc 


caggcaacgt 


ggagcgtgcg 


480 


cgcgaggaga 


tcgagacgca 


catcgcggtg 


cgcactggca 


agatcctcga 


gtacaacaat 


540 


gaaaacgact 


tcctggcggg 


gagccccgac 


gcagcaatcg 


atagccgcta 


ctccgacgcc 


600 


tggcgggtgc 


accagcccgg 


ctgcaagccc 


ctctccacct 


tccggcagaa 


cagcctgggc 


660 


tgcatcggcg 


agtgcggagt 


ggactctggc 


tttgaggccc 


cacgcctggg 


tgagcagggc 


720 


ggggactttg 


gctacggcgg 


gtacctcttt 


ccgggctatg 


gcgtgggcaa 


gcaggatgtg 


780 


taetacggcg 


tggccgagac 


tagccccccg 


ctgtgggcgg 


gccaggagaa 


cgccacgccc 


840 


acetcegtgc 


tcttctcctc 


tgcctcctcc 


tcctcctcct 


cttccgccaa 


ggcccgcgct 


900 


gggcccccgg 


gcgcacaccg 


ctcecctgcc 


acttccgcgg 


gacccgagct 


ggccggactc 


960 


ccgaggcgcc 


ccccgggaga 


gccgctccag 


ggcttctcta 


aacttggtgg 


gggcggcctg 


1020 


cggagccccg 


gcggcgggcg 


ggattgcatg 


gtctgctttg 


agagcgaagt 


gactgccgcc 


1080 


cttgtgccct 


gcggacacaa 


cctgttctgc 


atggagtgtg 


cagtacgcat 


ctgegagagg 


1140 


acggacccag 


agtgtcccgt 


ctgccacatc 


acagccgcgc 


aagccatccg 


aatattctcc 


1200 


taa 












1203 



<210> 4 

<211> 400 

<212> PR 7 (BCY1 AA) 

<213> Homo sapiens 

<400> 4 

Met Ala Glu Leu Arg Leu Lys Gly Ser Ser Asn Thr Thr Glu Cys Val 
1 5 10 15 

Pro Val Pro Thr Ser Glu His Val Ala Glu He Val Gly Arg Gin Gly 
20 25 '30 

Cys Lys lie Lys Ala Leu Arg Ala Lys Thr Asn Thr Tyr lie Lys Thr 
35 40 45 
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Pro Val Arg 61 y Glu Glu Pro Val Phe Met Val Thr Gly Arg Arg Glu 
50 55 60 

Asp Val Ala Thr Ala Arg Arg Glu lie lie Ser Ala Ala Glu His Phe 
65 70 75 80 

Ser Met lie Arg Ala ser Arg Asn Lys Ser Gly Ala Ala Phe Gly Val 
85 90 95 

Ala Pro Ala Leu Pro Gly Gin val Thr lie Arg val Arg val Pro Tyr 
100 105 ~ 110 

Arg val Val Gly Leu Val Val Gly Pro Lys Gly Ala Thr He Lys Arg 
115 120 125 

lie Gin Gin Gin Thr Asn Thr Tyr lie lie Thr Pro Ser Arg Asp Arg 
130 135 140 

Asp Pro val Phe Glu lie Thr Gly Ala Pro Gly Asn val Glu Arg Ala 
145 ISO 155 160 

Arg Glu Glu lie Glu Thr His lie Ala val Arg Thr Gly Lys lie Leu 
165 170 " 175 

Glu Tyr Asn Asn Glu Asn Asp Phe Leu Ala Gly Ser Pro Asp Ala Ala 
180 185 190 

lie Asp ser Arg Tyr Ser Asp Ala Trp Arg val His Gin Pro Gly cys 
195 200 205 

Lys pro Leu ser Thr Phe Arg Gin Asn Ser Leu Gly Cys lie Gly Glu 
210 215 220 

Cys Gly Val Asp ser Gly Phe Glu Ala Pro Arg Leu Gly Glu Gin Gly 
225 ' 230 235 240 

Gly Asp Phe Gly Tyr Gly Gly Tyr Leu Phe Pro Gly Tyr Gly Val Gly 
245 250 255 

Lys Gin Asp Val Tyr Tyr Gly Val Ala Glu Thr Ser Pro Pro Leu Trp 
260 265 270 

Ala Gly Gin Glu Asn Ala Thr Pro Thr ser val Leu Phe Ser ser Ala 
275 280 285 

Ser Ser Ser ser Ser ser Ser Ala Lys Ala Arg Ala Gly Pro Pro Gly 
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API-03-03-PCT-US SeqLi st-61510 , SJ2 5 
295 300 



Ala His Arg ser Pro Ala Thr ser Ala Gly Pro Glu Leu Ala Gly Leu 
305 310 315 320 

Pro Arg Arg Pro Pro Gly Glu Pro Leu Gin Gly Phe Ser Lys Leu Gly 
325 330 335 

Gly Glv Gly Leu Arg Ser Pro Gly Gly Gly Arg Asp Cys Met Val Cys 
340 345 350 

Phe Glu Ser Glu val Thr Ala Ala teu Val Pro Cys Gly His Asn Leu 
355 360 365 

Phe Cys Met Glu Cys Ala Val Arg lie cys Glu Arg Thr Asp Pro Glu 
370 375 380 

cys Pro val cys His lie Thr Ala Ala Gin Ala lie Arg lie Phe ser 
385 390 395 400 

<210> 5 

<211> 4026 

<212> DhfA (BFA5 DMA) 

<213> Homo sapiens 
<400> 5 



atgacaaaga 


ggaagaagac 


catcaacctt 


aatatacaag 


acgcccagaa gaggactgct 


60 


etaeactggg 


cctgtgtcaa 


tggccatgag 


gaagtagtaa 


catttctggt agaeagaaag 


120 


tgccagcttg 


aegtccttga 


tggcgaacac 


aggacacctc 


tgatgaaggc tctacaatgc 


180 


catcaggagg 


cttgtgcaaa 


tattctgata 


gattctggtg 


ccgatataaa tctcgtagat 


240 


gtgtatggca 


acatggctct 


ccattatgct 


gtttatagtg 


agattttgtc agtggtggca 


300 


aaactgctgt 


cccatggtgc 


agtcatcgaa 


gtgcacaaca 


aggctagcct cacaccactt 


360 


ttactatcca 


taacgaaaag 


aagtgagcaa 


attgtggaat 


ttttgctgat aaaaaatgca 


420 


aatgcgaatg 


cagttaataa 


gtataaatgc 


acagccctca 


tgcttgctgt atgtcatgga 


480 


tcatcagaga 


tagttggcat 


gcttcttcag 


caaaatgttg 


acgtctttgc tgcagatata 


540 


tgtggagtaa 


ctgcagaaca 


ttatgctgtt 


acttgtggat 


ttcatcacat tcatgaacaa 


600 


attatggaat 


atatacgaaa 


attatct.aaa 


aatcatcaaa 


ataccaatcc agaaggaaca 


660 


tctgcaggaa 


cacctgatga 


ggctgcaccc 


ttggcggaaa 


gaacacctga cacagctgaa 


720 


agcttggtgg 


aaaaaacacc 


tgatgaggct 


gcacccttgg 


tggaaagaac acctgacacg 


780 


gctgaaagct 


tggtggaaaa 


aacacctgat 


gaggctgcat 


ccttggtgga gggaacatct 


840 


gacaaaattc 


aatgtttgga 


gaaagcgaea 


tctggaaagt 


tcgaacagtc agcagaagaa 


900 


acacctaggg 


aaattacgag 


tcctgcaaaa 


gaaacatctg agaaatttac gtggccagca 
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5i 5s j^t ft "> 3 j™"' 

d-dLtiy y d ci 9 d. L, 


£~ Ldyydaya L 


cgcaxgggag 


dd ci d <x d y cLciy 


acacaccxag 


n 5s 5a 5a ^ ^ a +" 

yyadaL LdLy 


1 A? A 




"3 /# -.3' ■r*'' f 


-V- •-, «•-, ■>.-» -Jr- 

XyayaatlX-. l u 


acgxgggcag 


y — ■ «^ ^5 j-\f jfv "^1 l- v rfN* 

CaaaayyactQ 


-— v ^- >— -f- '-\ *--r -— } '-i fv 

acCLa.yy««9 


1 nan 
1U6U 


■3 +■ y* at'rtj'i/i 

dTGQCaLyyg 




aelCaCC LQ Lei 




gcgxggcaag 


■3ri+- '3. -X j^- -X + i - y- +• 

ay LaaCatCL 


1 1 An 


ad ladadC L a 


day III Lyiya 


s 3 5 isvtyi -a art s 
& ao.oLtjf y clay <i 


■+*■ -r^ +■ a +* -rt 




^ Si 5S 51 5S S <ti 51 5s 

IdCdaaaydd 






aay Cday Ly (. 


c h 3 ^. tr.es (J 




Cdydd LCCd-ol 


^Ciadyayyd.a 


Xji.DU 


f"12S"f"-f1'£l'l>..''<2* 2( "-J" 

ya lyflo^aat 


■at. IC L ty lya 


+" ■+■ /" f- ft i*i a -f*C +" 


CX.C u L cLyct. 


+" r" "t' j" -11 *} *\ 

ylXClyCada 


21 "t" "1h f 1 3 ,T(+"^ 

yallCaayty 




tyl.ai.dCC ty 


ay t,C taldlo 


Ctaaaaay td 




aLdgdydag t 


dyaagagcxt 


IjoU 


f f "f* 3' iTJ :i I"! i** 

CC iaaydayC 


talc cgee t u 


caaycctycc 


dliydaalyC 


aaaac tc tgx 


tCCddataaa 


1 AAfi 




Lyaayaatya 


dedaaca t ty 




cgdigtictt 


accay aaicc 




a q d r ^1 1 "3 -3 1 /ry fu. 

dctaCaatlayy 


acta t.y ddya 


"a 3 ^5 "t - "i - 1~ "l~ 1^ ^> /*i 

dadt tC t Lyy 


■rx 3 "4" "t" n 'j i"i 'j 

yd V LC Ltjdyd 


g tc tc tg tga 


ydc. tg 1 1 tea 


1JQU 


Cdtyadyya ty 


xy tg t t tacc 


"3 '3 n f i- '3 

caaygc xaca 


catcaaaaag 


3 3 3+~'3f> 3 "j* 3 3t 

aaaxayataa 


"3 -3 +* 3 "3 3 *N "3 

aaxaaaxgga 




3>:3:3 ^ ^ - **^ J '°3^v3►3l/'■i , 

aaaxxayaag 


ayxcxec taa 


xaaagaxygx 




cxaccxgcgg 


3 3S*rt 3 3 3 rt+'t' 

aaxgaaag t x 




it t a t t t.caa 


c t aaa y c c 1 1 


ag aa t tyaag 


/*< "J f" i 1" 1^ *5 'm 

ydCdly^.aad 


Ct.XXCaddyC 


gyagcct.ccy 




m « <•«, ** **r 

gyyddyCCaX. 


j** -4» ■■-* +■ « 

CXgCC XXCyd 


gccxgccacx 


gadd tgcaaa 


agt cxgxccc 


aaaxaaagee 


1 SAO 


L tyya«tXya 


aaeuixyadca 


d d C d X y y dy d 


ycag a ty aga 


tac tccua cc 


dy aaxec add 


1 RfiA 
XoOU 


^ -n a, *s jf* +* 

caciadyyac t 


a ty aay aaaa 


x tc t tygya t. 


ac tgdyag tc 


+* i — r~t 1" i 1 y" 

iCiu lyaudl. 


Xy 1 1 c tatay 




ddygaxyxgx 


yxxxacccaa 


gyexgegcat 


caaaddgaaa 


a :i - ;i H tJ ^ 

LagvlLdddd L 


aaaxggaaaa 


1QOA 


L LaytUiyytj t 


c teexg xxaa 


agaxggxcx l 


c tgaaggc ta 


<-\ / — f r~ '?i '"v +" 

dC LyCy9a.au 


gaaagxxxcx 




axxecaac xa 


aaycexxaga 


axxga tggac 


.3 -f- n □ "3'3j — 

axgcaaacxx 


■t- f— r^t "ii y* ^> n ^ 

LCdaayCagd 


gccxcccgag 


■> 1 A A 


aay tcatc ty 


t.cxxcyagt.c 


tgccaxtgaa 


axgcaaaagx 


/"hrt t"t'- ,v '** , a: :l 

CX.y L u CCdacl 


T v aj"3 - 3^3^^'T v- J - ' A t 

taaagee t. tg 


71 fiA 


y aa t ty aay a 


a xg aa c a a a c 


axxgag ayca 


rt3^rt3rt3i*3(* 

gaxgaga tac 


tCC CdlC aya 


at'^^aaa^aa 

axecaaacaa 




aay y a c c a t y 


aay aaayxxc 


XXyyyat tCX 


gay agxcxcx 


"f- j"-r 'X -T /" -J- <-> -t~ 

y uydyaCXy u 


xxcacagaay 


<£<CoU 


yd tytyty LI 


XaCCCdayyC 


XdCaCaXCdd 


aaayaaatag 


axaddaXaaa 


tygaaaa t ta 




i"i a /i t" +*■ i** 

yaaydy IX EX 




■t^ ■-• •t' "t' +^ yi 

egg l u l txT,y 


ddggcxtccu 


9Cdga« iydd 


dy t uCldl L 


A A 


c c aa c x a a ay 


c c x x ag aax x 


gaXygaca tg 


caaactttca 


aagcagagee 


tK* yrt. j*rS yi- -T^ -*\ 

xcccgagaay 


Zhou 


CC3 XC XgCC t 


xegagec. tgc 


cat xgaaaxg 


caaaag it tg 


xxccaaaxaa 


ayccxxggaa 




+■ r\ -a. a- f3' t3 -3 -t* n 

xxgaagaaxg 


■3 ^1 -a "3 y*" •• »• *• 

ddtoadtd 1 1 


gagagcagax 


cagaxgxxcc 


^+^+. ^* "a **» -3 3i-f" 

c txcagaa tc 


•3 *3 -3 3. ri ^3 "3 *3 r\ 

aaaacaaaag 


7 5 HA 


aaggxtgaag 


aaaattcttg 


ggattctgag 


agtctccgtg 


agaetgtttc 


acagaaggat 


2640 


gtgtgtgtac 


ccaaggctac 


acatcaaaaa 


gaaatggata 


aaataagtgg 


aaaattagaa 


2700 


gattcaacta 


gectatcaaa 


aatcttggat 


acagttcatt 


cttgtgaaag 


agcaagggaa 


2760 


cttcaaaaag 


atcactgtga 


acaaegtaca 


ggaaaaatgg 


aacaaatgaa 


aaagaagttt 


2820 
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tgtgtactga aaaagaaact gtcagaagca aaagaaataa aatcacagtt agagaaccaa 2880 

aaagttaaat gggaacaaga gctctgcagt gtgagattga ctttaaacca agaagaagag 2940 

aagagaagaa atgccgatat attaaatgaa aaaattaggg aagaattagg aagaatcgaa 3000 

gagcagcata ggaaagagtt agaagtgaaa caacaacttg aacaggctct cagaatacaa 3060 

gatatagaat tgaagagtgt agaaagtaat ttgaatcagg tttctcacac tcatgaaaat 3120 

gaaaattatc tcttacatga aaattgcatg ttgaaaaagg aaattgccat gctaaaactg 3 ISO 

gaaatagcca cactgaaaca ccaataccag gaaaaggaaa ataaatactt tgaggacatt 3240 

aagattttaa aagaaaagaa tgctgaactt cagatgaccc taaaactgaa agaggaatca 3300 

ttaactaaaa gggcatctca atatagtggg cagcttaaag ttctgatagc tgagaacaca 3360 

atgctcactt ctaaattgaa ggaaaaacaa gacaaagaaa tactagaggc agaaattgaa 3420 

tcacaccatc ctagactggt ttttgctgta caagaccatg atcaaattgt gacatcaaga 3480 

aaaagtcaag aacctgcttt ccacattgca ggagatgcrt gtttgcaaag aaaaatgaat 3540 

gttgatgtga gtagtacgat atataacaat gaggtgctcc atcaaccact ttctgaagct 3600 

caaaggaaat ccaaaagcct aaaaattaat ctcaattatg caggagatgc tctaagagaa 3660 

aatacattgg tttcagaaca tgcacaaaga gaccaacgtg aaacacagtg tcaaatgaag 3720 

gaagctgaac acatgtatca aaacgaacaa gataatgtga acaaacacac tgaacagcag 3780 

gagtctctag atcagaaatt atttcaacta caaagcaaaa atatgtggct tcaacagcaa 3840 

ttagtteatg cacataagaa agctgacaac aaaagcaaga taacaattga tattcatttt 3900 

cttgagagga aaatgcaaca tcatctccta aaagagaaaa atgaggagat atttaattac 3960 

aataaccatt taaaaaaccg tatatatcaa tatgaaaaag agaaagcaga aacagaaaac 4020 

tcatga 4026 

<210> 6 

<211> 1341 

<212> PRT (8FA5 AA) 

<213> Homo sapiens 

<400> 6 

Met Thr Lys Arg Lys Lys Thr lie Asn Leu Asn lie Gin Asp Ala Gin 
15 10 15 

Lys Arg Thr Ala Leu His Trp Ala Cys Val Asn Gly His Glu Glu Val 



val Thr Phe Leu val Asp Arg Lys Cys Gin Leu Asp val Leu Asp Gly 
35 40 45 

Glu His Arg Thr Pro Leu Met Lys Ala Leu Gin Cys His Gin Glu Ala 
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55 60 



ST2S 



Cys Ala Asn lie Leu lie Asp ser Gly Ala Asp lie Asn Leu Val Asp 
65 70 75 80 



Val Tyr Gly Asn Met Ala Leu His Tyr Ala Val Tyr Ser 61 u lie Leu 
85 90 95 



Ser Val Val Ala Lys Leu Leu Ser His Gly Ala Val lie Glu Val His 
100 105 110 



Asn Lys Ala Ser leu Thr Pro Leu Leu Leu ser lie Thr Lys Arg Ser 
115 120 125 



Glu Gin lie Val Glu Phe Leu Leu lie Lys Asn Ala Asn Ala Asn Ala 
130 135 140 



val Asn Lys Tyr Lys cys Thr Ala Leu Met Leu Ala val cys His Gly 
145 150 155 160 



Ser Ser Glu lie Val Gly Met Leu Leu Gin Gin Asn Val Asp val Phe 
165 170 175 



Ala Ala Asp lie Cys Gly val Thr Ala Glu His Tyr Ala Val Thr Cys 
180 IS 5 190 



Gly Phe His His lie His Glu Gin lie Met Glu Tyr lie Arg Lys Leu 
195 200 205 



Ser Lvs Asn His Gin Asn Thr Asn Pro Glu Gly Thr Ser Ala Gly Thr 
210 215 220 



Pro Asp Glu Ala Ala Pro Leu Ala Glu Arg Thr Pro Asp Thr Ala Glu 
225 230 235 240 



Ser Leu val Glu lys Thr Pro Asp Glu Ala Ala Pro Leu val Glu 
245 250 255 



Thr Pro Asp Thr Ala Glu Ser Leu Val Glu Lys Thr Pro Asp Glu Ala 
260 265 270 



Ala ser Leu val Glu Gly Thr ser Asp Lys lie Gin cys Leu Glu Lvs 
275 280 285 



Ala Thr Ser Gly Lys Phe Glu Gin Ser Ala Glu Glu Thr Pro Arg Glu 



290 



295 



300 
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lie Thr Ser Pro Ala Lys Glu Thr Ser Glu Lys Phe Thr Trp Pro Ala 
305 310 315 320 

Lys Gly Arg Pro Arg Lys He Ala Trp Glu Lys Lys Glu Asp Thr Pro 
325 330 ' 335 

Arg Glu lie Met Ser Pro Ala Lys Glu Thr Ser Glu Lys Phe Thr Trp 
340 345 350 

Ala Ala Lys Gly Arg Pro Arg Lys lie Ala Trp Glu Lys Lys Glu Thr 
355 360 365 

Pro Val Lys Thr Gly Cys Val Ala Arg Val Thr ser Asn Lys Thr Lys 
370 375 3S0 

Val Leu Glu Lys Gly Arg Ser Lys Met Tie Ala Cys Pro Thr Lvs Glu 
385 ' 390 395 " 400 

Ser ser Thr Lys Ala Ser Ala Asn Asp Gin Arg Phe Pro Ser Glu Ser 
405 410 415 

Lys Gin Glu Glu Asp Glu Glu Tyr Ser Cys Asp Ser Arg Ser Leu Phe 
420 425 " 430 

Glu Ser Ser Ala Lys He Gin val cys He Pro Glu Ser He Tyr Gin 
435 440 445 

Lys Val Met Glu lie Asn Arg Glu Val Glu Glu Pro Pro Lys Lvs Pro 
450 455 460 

Ser Ala Phe Lys Pro Ala lie Glu Met Gin Asn Ser val Pro Asn Lys 
465 470 475 480 

Ala Phe Glu Leu Lys Asn Glu Gin Thr Leu Arg Ala Asp Pro Met. Phe 
485 490 495 

Pro Pro Glu ser Lys Gin Lys Asp Tyr Glu Glu Asn Ser Trp Asp Ser 
500 505 510 

Glu ser Leu cys Glu Thr val ser Gin Lys Asp val cys Leu Pro Lys 
515 520 525 

Ala Thr His Gin Lys Glu lie Asp Lys lie Asn Gly Lys Leu Glu Glu 
530 535 540 



Ser Pro Asn Lys Asp Gly Leu Leu Lys Ala Thr Cys Gly Met Lys Val 
545 550 555 560 
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ser lie Pro Thr Lys Ala Leu Glu Leu Lys Asp Met Gin Thr Phe Lys 
565 570 575 

Ala Glu Pro Pro Gly Lys Pro ser Ala Phe Glu Pro Ala Thr Glu Met 
580 " 585 590 

Gin Lys Ser val Pro Asn Lys Ala Leu Glu Leu Lys Asn Glu Gin Thr 
595 ' 600 605 

Trp Arg Ala Asp Glu lie Leu Pro Ser Glu ser Lys Gin Lys Asp Tyr 
610 615 620 

Glu Glu Asn Ser Trp Asp Thr Glu Ser Leu Cys Glu Thr Val Ser Gin 
625 630 635 640 

Lys Asp val Cys Leu Pro Lys Ala Ala His Gin Lys Glu lie Asp Lys 
645 650 655 

lie Asn Gly Lys Leu Glu Gly Ser Pro val Lys Asp Gly Leu Leu Lys 
660 665 ' 670 

Ala Asn cys Gly Met Lys Val ser lie Pro Thr Lys Ala Leu Glu Leu 
675 680 685 

Met Asp Met Gin Thr Phe Lys Ala Glu Pro Pro Glu Lys Pro Ser Ala 
690 695 700 

Phe Glu Pro Ala He Glu Met Gin Lys Ser val Pro Asn Lys Ala Leu 
705 710 715 720 

Glu Leu Lys Asn Glu Gin Thr Leu Arg Ala Asp Glu He Leu Pro Ser 
725 730 735 

Glu Ser Lys Gin Lys Asp Tyr Glu Glu ser Ser Trp Asp Ser Glu Ser 
740 745 750 

Leu Cys Glu Thr Val Ser Gin Lys Asp Val Cys Leu Pro Lvs Ala Thr 
755 760 765 

His Gin Lys Glu lie Asp Lys lie Asn Gly Lys Leu Glu Glu Ser Pro 
770 775 780 

Asp Asn Asp Gly Phe Leu Lys Ala Pro Cys Arg Met Lys Val Ser He 
785 790 795 800 

Pro Thr Lys Ala Leu Glu Leu Met Asp Met Gin Thr Phe Lys Ala Glu 
80S 810 815 
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Pro Pro Glu Lvs Pro Ser Ala Phe Glu Pro Ala lie Glu Met Gin Lvs 
820 825 830 

Ser Val Pro Asr> Lys Ala Leu Glu Leu Lys Asn Glu Gin Thr Leu Arg 
835 840 845 

Ala Asp Gin Met Phe Pro Ser Glu Ser Lys Gin Lys Lys Val Glu Glu 
850 855 860 

Asn Ser Trp Asp Ser Glu ser Leu Arg Glu Thr val Ser Gin Lys Asp 
865 870 875 880 

Val Cys Val Pro Lys Ala Thr His Gin Lys Glu Met Asp Lys He Ser 
885 890 895 

Gly Lys Leu Glu Asp Ser Thr Ser Leu Ser Lys lie Leu Asp Thr Val 
900 905 910 

His Ser Cys Glu Arg Ala Arg Glu Leu Gin Lys Asp His Cys Glu Gin 
915 920 925 

Arg Thr Gly Lys Met Glu Gin Met Lys Lys Lys Phe cys Val Leu Lys 
930 935 940 

Lys Lys Leu ser Glu Ala Lys Glu He Lys Ser Gin Leu Glu Asn Gin 
945 950 955 960 

Lys Val Lys Trp Glu Gin Glu Leu Cys Ser val Arg Leu Thr Leu Asn 
965 970 975 

Gin Glu Glu Glu Lys Arg Arg Asn Ala Asp lie Leu Asn Glu Lvs lie 
980 985 990 

Arg Glu Glu Leu Gly Arg lie Glu Glu Gin His Arg Lys Glu Leu Glu 
995 1000 1005 

Val Lvs Gin Gin Leu Glu Gin Ala Leu Arg He Gin Asp He Glu 
1010 1015 1020 

Leu Lys Ser Val Glu Ser Asn Leu Asn Gin Val Ser His Thr His 
1025 1030 1035 

Glu Asn Glu Asn Tyr Leu Leu His Glu Asn cys Met Leu Lys Lys 
1040 1045 1050 



Glu lie Ala Met Leu Lys Leu Glu lie Ala Thr Leu Lys His Gin 
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1055 1060 1065 



Tyr Gin Glu Lys Glu Asn Lys Tyr Phe Glu Asp lie Lys lie Leu 
1070 1075 10S0 



Lys Glu Lys Asn Ala Glu Leu Gin Met Thr Leu Lys Leu Lys Glu 
1085 1090 1095 



Glu Ser Leu Thr Lys Arg Ala Ser Gin Tyr Ser Gly Gin Leu Lys 
1100 1105 1110 



val Leu lie Ala Glu Asn Thr Met Leu Thr Ser Lys Leu Lys Glu 
1115 1120 1125 

Lys Gin Asp Lys Glu lie Leu Glu Ala Glu lie Glu ser His His 
1130 1135 1140 



Pro Arg Leu Ala ser Ala val Gin Asp His Asp Gin lie val Thr 
1145 1150 1155 



Ser Arg Lys Ser Gin Glu Pro Ala Phe His lie Ala Gly Asp Ala 
1160 1165 1170 



cys Leu Gin Arg Lys Met Asn val Asp val Ser ser Thr lie Tyr 
1175 1180 1185 

Asn Asn Glu Val Leu His Gin Pro Leu Ser Glu Ala Gin Arg Lys 
1190 1135 1200 



Ser Lys Ser Leu Lys lie Asn Leu Asn Tyr Ala Gly Asp Ala Leu 
1205 1210 1215 

Arg Glu Asn Thr Leu Val Ser Glu His Ala Gin Arg Asp Gin Arg 
1220 1225 1230 



Glu Thr Gin Cys Gin Met Lys Glu Ala Glu His Met Tyr Gin Asn 
123S 1240 1245 



Glu Gin Asp Asn Val Asn Lys His Thr Glu Gin Gin Glu Ser Leu 
1250 1255 1260 



Asp Gin Lys Leu Phe Gin Leu Gin Ser Lys Asn Met Trp Leu Gin 
1265 1270 1275 



Gin Gin Leu Val His Ala His Lys Lys Ala Asp Asn Lys Ser Lys 
1280 1285 1290 
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lie Thr lie Asp lie His Phe Leu G~lu Arg Lys Met Gin His His 
1295 1300 1305 

Leu Leu Lys Glu Lys Asn Glu Glu lie Phe Asn Tyr ash Asn His 
1310 ' 1315 1320 

Leu Lys Asn Arg lie Tyr Gin Tyr Glu Lys Glu Lys Ala Glu Thr 
1325 1330 1335 

Glu Asn Ser 
1340 



<210> 7 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 7 



Leu Met Asp wet Gin Thr Phe Lys Ala 
1 5 



<210> 8 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Lys Val Ser He Pro Thr Lys Ala Leu 
1 5 



<210> 9 

<211> 9 

<212> PRT 

<2I3> Homo sapiens 

<400> 9 

Ser lie Pro Thr Lys Ala Leu Glu Leu 
1 5 



<210> 10 

<211> 9 

<212> PRT 

<2I3> Homo sapiens 

<400> 10 

Leu Glu Leu Lys Asn Glu Gin Thr Leu 
1 5 



<210> 11 
<211> 9 
<212> PRT 



Page 19 



API~03-O3-PCT~US SeqLi st-61510 . $12 S 

<213> Homo sapiens 



<40G> 11 



Thr Val Ser Gin Lvs Asp Val Cys Leu 
1 5 



<21G> 12 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<40Q> 12 

Ser Val Pro Asn Lys Ala Leu Glu Leu 
1 5 



<210> 13 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Cys Glu Thr Val Ser Gin Lys Asp val 
1 5 



<210> 14 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Lys lie Asn Gly Lys Leu Glu Glu ser 
1 5 



<2I0> IS 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Ser Leu val Glu Lys Thr Pro Asp Glu 
1 5 



<2I0> 18 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Ser Leu Cys Glu Thr Val Ser Gin Lys 
1 5 
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<210> 17 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Glu He Asp Lys He Asn Gly Lys Leu 
1 " 5 



<210> 18 

<2H> 9 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Net Leu Leu Gin Gin Asn Val Asp Val 
1 5 



<210> 19 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<4O0> 19 

Asn Met Trp Leu Gin Gin Gin Leu Val 
1 5 



<210> 20 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Phe Leu Val Asp Arg Lys Cys Gin Leu 
I 5 



<210> 21 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 21 

Tyr Leu Leu His Glu Asn cys Met Leu 



<210> 22 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Ser Leu Phe Glu Ser ser Ala Lys lie 
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<2I0> 23 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Lys lie Thr lie Asp lie His Phe Leu 

1' S 



<210> 24 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 24 

Gin Leu Gin ser Lys Asrc Met Trp Leu 
1 5 



<210> 25 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Ser Leu Asp Gin Lys Leu Phe Gin Leu 
1 5 



<210> 26 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Phe Leu Leu lie Lys Asn Ala Asn Ala 
1 5 



<210> 27 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Lys lie Leu Asp Thr Val His Ser Cys 
1 5 



<210> 23 

<211> 9 

<212> PRT 

<213> Homo sapiens 
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<400> 28 

Ser Leu Ser Lvs lie Leu Asp Thr val 
1 5 



<210> 29 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 29 



lie Leu lie Asp Ser Gly Ala Asp lie 
1 S 



<210> 30 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 30 

Lys val Met Glu lie Asn Arg Glu Val 
I S 



<21Q> 31 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Lys Leu Leu ser His Gly Ala val lie 
1 5 



<210> 32 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Ala Val Tyr ser Glu lie Leu ser Val 
1 5 



<210> 33 

<2I1> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 33 

Lvs met Asn Val Asp Val Ser ser Thr 
1 5 



<210> 34 
<211> 9 
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<212> PRT 

<213> Homo sapiens 

<400> 34 

lie Leu Ser Val Val Ala Lys Leu Leu 
1 5 



<2I0> 35 

<2U> 9 

<212> PRT 

<213> Homo sapiens 

<400> 3S 

val Leu lie Ala Glu Asn Thr Met Leu 
1 5 



<2I0> 36 

<21t> 9 

<212> PRT 

<213> Homo sapiens 

<400> 36 

Lys Leu Ser Lys Asn His Gin Asn Thr 
1 ' 5 



<210> 37 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 37 

ser Leu Thr Pro Leu Leu Leu Ser lie 
1 S 



<210> 38 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 38 

ser Gin Tyr Ser Gly Gin Leu Lys Val 
1 S 



<210> 39 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Lys Glu Leu Glu Val Lys Gin Gin Leu 
1 5 
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<210> 40 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 40 

Gin lie Met Glu Tyr lie Arg Lys Leu 
I 5 



<210> 41 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Ala Met Leu Lys Leu Glu lie Ala Thr 
1 5 



<210> 42 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Val Leu His Gin Pro Leu ser Glu Ala 
1 5 



<210> 43 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Gly Leu Leu Lys Ala Thr cys Gly Met 



<210> 44 

<212> 9 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Gly Leu Leu Lys Ala Asn cys Gly Met 
1 ' 5 



<21G> 45 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 4S 
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Gin Gin Leu Glu Gin Ala Leu Arg lie 
1 5 



<210> 46 

<21t> 9 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Cys Met Leu Lys Lys Glu lie Ala Met 
1 5 



<2I0> 47 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 47 

Glu Gin Met Lys Lys Lys Phe Cys Val 
1 5 



<210> 48 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 48 

lie Gin Lys lie Glu Leu Lys ser val 
1 S 



<210> 49 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Ser Val Pro Asn Lys Ala Phe Glu Leu 
I 5 



<210> SO 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Ser lie Tyr Gin Lys Val Met Glu He 



1 



5 



<210> 
<211> 
<212> 
<213> 



51 
9 

PRT 

Homo sapiens 
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<400> 51 

Asn Leu Asn Tyr Ala Gly Asp Ala Leu 
1 5 



<210> 52 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 52 



Ala Val Gin Asp His Asp Gin lie Val 
1 5 



<210> 53 

<212> 9 

<212> PRT 

<213> Homo sapiens 

<400> 53 

Phe Glu Ser ser Ala Lys lie Gin val 
1 5 



<210> 54 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Gly Val Thr Ala Glu His Tyr Ala Val 
1 5 



<210> 55 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Arg Val Thr Ser Asn Lys Thr Lys val 
1 5 



<2I0> 56 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Thr Val Ser Gin Lys Asp val cys val 
1 5 



<210> 57 
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<2ll> 9 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Lys Ser Gin Glu Pro Ala Phe His lie 
1 5 



<210> 53 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 58 



Lys val Leu lie Ala Glu Asn Thr Met 
1 5 



<210> S9 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Met Leu Lys Leu Glu lie Ala Thr Leu 
1 5 



<210> 60 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Glu He Leu Ser Val val Ala Lys Leu 
1 5 



<210> 61 

<2ii> 9 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Met Leu Lys Lvs Glu He Ala Met Leu 
1 5 



<210> 62 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Leu Leu Lys Glu Lys Asn Glu Glu lie 
1 S 
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<21G> 63 

<2I1> 9 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Ala Leu Arg lie Gin Asp lie Glu Leu 
1 5 



<21Q> 64 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Lys lie Arg Glu Glu Leu Gly Arg lie 



<21Q> 6S 

<2U> 9 

<212> PRT 

<213> Homo sapiens 

<400> 65 

Thr Leu Lys Leu Lys Glu Glu ser Leu 



<2i0> 66 

<21i> 9 

<212> PRT 

<213> Homo sapiens 

<400> 66 

lie Leu Asn Glu Lys lie Arg Glu Glu 
1 5 



<210> 6? 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<406> 6? 

val Leu Lys Lys Lys Leu Ser Glu Ala 
1 5 



<210> 68 

<211> 9 

<212> PRT 

<213> Homo sapiens 



<400> 68 
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Gly Thr ser Asp Lys lie Gin cys Leu 
1 S 



<210> 69 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Gly Ala Asp lie Asn Leu Val Asp Val 
1 5 



<210> 70 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Glu Leu cys ser val Arg Leu Thr Leu 
1 5 



<210> 71 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Ser val Glu ser Asn Leu Asn Gin val 
1 5 



<210> 72 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Ser Leu Lys lie Asn Leu Asn Tyr Ala 
1 5 



<210> 73 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 73 

Lys Thr Pro Asp Glu Ala Ala Ser Leu 
1 5 



<210> 74 
<211> 9 
<212> PRT 
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<213> Homo sapiens 
<400> 74 

Ala Thr Cys Gly Met Lys Val ser He 
1 5 



<21G> 75 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 75 

Leu ser His Gly Ala Val lie Glu val 
1 5 



<210> 76 

<211> 9 

<2l2> PRT 

<213> Homo sapiens 

<400> 76 

Glu lie Ala Met Leu Lys Leu Glu lie 
1 5 



<Z10> 77 

<213> 9 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Ala Glu Leu Gin Met Thr Leu Lys Leu 
1 5 



<2I0> 78 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Val Phe Ala Ala Asp lie Cys Gly Val 
1 5 



<2I0> 79 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Pro Ala lie Glu Met Gin Asrc Ser Val 
1 5 



Page 31 



API-03-03-PCT-US SeqLi st-61510 , SJ2 5 

<210> 80 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Glu He Phe Asn Tyr Asn Asn His Leu 
1 5 



<210> 81 

<2H> 9 

<212> PRT 

<213> Homo sapiens 

<400> 81 

lie Leu Lys Glu Lys Asn Ala Glu Leu 
1 5 



<210> 82 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<4O0> 82 

Gin Leu val His Ala His Lys Lys Ala 
1 5 



<210> 83 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 83 

Asn lie Gin Asp Ala Gin Lys Arg Thr 
1 5 



<210> 84 

<2U> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 84 

Asn Leu val Asp val Tyr Gly Asn Met 
1 5 



<210> 8S 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 85 

Lys Cys Thr Ala Leu Me t Leu Ala Val 



Page 32 



1 



5 



API-03-03-PCT-US SeqList-61510, ST2S 



<2I0> 86 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<4QQ> 86 

Lys lie Gin Cys Leu Glu Lys Ala Thr 

1' S 



<210> 87 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 87 

Lys lie Ala Trp Glu Lys Lys Glu Thr 
1 5 



<210> 88 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 88 

lie Ala Trp Glu Lys Lys Glu Asp Thr 
1 5 



<210> 89 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 373 

Val Glv Met Leu Leu Gin Gin Asn val 

1 " 5 



<210> 90 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Val Lys Thr Gly Cys Val Ala Arq Val 

1 * 5 



<210> 91 

<211> 9 

<212> PRT 

<213> Homo sapiens 
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<400> 91 

Ala Leu His Tyr Ala val Tyr ser Glu 
1 ' 5 



<210> 92 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 92 



Gin Met Lys Lys Lys Phe Cys val Leu 
1 S 



<210> 93 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 93 

Ala Leu Gin Cys His Gin Glu Ala Cys 
I 5 



<21G> 94 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Ser Glu Gin lie Val Glu Phe Leu Leu 
1 5 



<2I0> 9S 

<211> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 95 

Ala Val lie Glu val His Asn Lys Ala 
1 5 



<210> 96 

<2I1> 9 

<2I2> PRT 

<213> Homo sapiens 

<400> 96 

Ala Val Thr Cys Gly Phe His His He 
1 5 ' 



<210> 97 
<211> 9 
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<212> PRT 

<213> Homo sapiens 

<4O0> 9? 

Ala Cys Leu Gin Arg Lys Met Asn Val 
1 5 



<2I0> 98 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Ser Leu val Glu Gly Thr Ser Asp Lys 



<2I0> 99 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 99 

Wiet Thr Lys Arg Lys Lys Thr lie Asn Leu Asn lie Gin Asp Ala Gin 
1 5 10 15 



Lys Arg Thr Ala Leu His Trp 
20 



<2i0> 100 

<21i> 23 

<212> PRT 

<213> Homo sapiens 

<400> 100 

Thr Ser Glu Lys Phe Thr Trp Pro Ala Lys Gly Arg pro Arg Lys lie 
1 5 10 ' 15 



Ala Trp Glu Lys Lys Glu Asp 
20 



<210> 101 

<2I1> 23 

<2I2> PRT 

<213> Homo sapiens 

<400> 101 

Asp Glu lie Leu Pro ser Glu ser Lys Gin Lys Asp Tyr Glu Glu Asn 
1 5 10 15 



Ser Trp Asp Thr Glu Ser Leu 
20 
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<210> 102 

<2I1> 23 

<212> PRT 

<213> Homo sapiens 

<400> 102 

Arq Leu Thr Leu Asn Gin Glu Glu Glu Lys Arg Arg Asn Ala Asp lie 
1 * 5 10 15 



Leu Asn Glu Lys lie Arg Glu 
20 



<210> 103 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 103 

Ala Glu Asn Thr Met leu Thr ser Lys Leu tys Glu Lys Gin Asp Lys 
I 5 10 15 



Glu lie Leu Glu Ala Glu lie 
20 



<210> 104 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 104 

Asn Tvr Ash Asn His Leu Lys Asn Arg He Tyr Gin Tyr Glu Lys Glu 
1 5 10 15 



Lys Ala Glu Thr Glu Asn ser 
20 



<210> 105 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 105 

Ser Arg Arg His His Cys Arg Ser Lys Ala Lys Arg Ser Arg His His 
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